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SEQUENCE LISTING 



<110> Apotech R&D S.A. 
Biogen, Inc. 

<120> April Receptor (BCMA) and Uses Thereof 

<130> A083PCT 

<140> PCT/USOO/27579 
<141> 2000-10-05 

<150> 60/215688 
<151> 2000-06-30 

<150> 60/181807 
<151> 2000-02-11 

<150> 60/157933 
<151> 1999-10-06 

<160> 12 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 736 

<212> DNA 

<213> murine 

<400> 1 

ccaaacgatg agatttcctt caatttttac tgcagtttta ttcgcagcat cctccgcatt 
6 0 

agctgctcca gtcaacacta caacagaaga tgaaacggca caaattccgg ctgaagctgt 
12 0 

catcggttac tcagatttag aaggggattt cgatgttgct gttttgccat tttccaacag 
180 

cacaaataac gggttattgt ttataaatac tactattgcc agcattgctg ctaaagaaga 
24 0 

aggggtatct ctcgagaaaa gagaacaaaa actcatttct gaggaagatc tgaataaaga 
3 00 

gctccactca gtcctgcatc ttgttccag t taacattacc tccaaggact ctgacgtgac 

3 60 

agaggtgatg tggcaaccag tacttaggcg tgggagaggc ctggaggccc agggagacat 
42 0 

tgtacgagtc tgggacactg gaatttatct gctctatagt caggtcctgt ttcatgatgt 

4 80 

gactttcaca atgggtcagg tggtatctcg ggaaggacaa gggagaagag aaactctatt 
540 
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ccgatgtatc agaagtatgc cttctgatcc tgaccgtgcc tacaatagct gctacagtgc 
600 

aggtgtcttt catttacatc aaggggatat tatcactgtc aaaattccac gggcaaacgc 
660 

aaaacttagc ctttctccgc atggaacatt cctggggttt gtgaaactat gagcggccgc 
720 

gaattaattc gcctta 
736 

<210> 2 
<211> 736 
<212> DNA 
<213> murine 

<400> 2 

ggtttgctac tctaaaggaa gttaaaaatg acgtcaaaat aagcgtcgta ggaggcgtaa 
60 

tcgacgaggt cagttgtgat gttgtcttct actttgccgt gtttaaggcc gacttcgaca 
120 

gtagccaatg agtctaaatc ttcccctaaa gctacaacga caaaacggta aaaggttgtc 
180 

gtgtttattg cccaataaca aatatttatg atgataacgg tcgtaacgac gatttcttct 
240 

tccccataga gagctctttt ctcttgtttt tgagtaaaga ctccttctag acttatttct 
3 00 

cgaggtgagt caggacgtag aacaaggtca attgtaatgg aggttcctga gactgcactg 
360 

tctccactac accgttggtc atgaatccgc accctctccg gacctccggg tccctctgta 
42 0 

acatgctcag accctgtgac cttaaataga cgagatatca gtccaggaca aagtactaca 
480 

ctgaaagtgt tacccagtcc accatagagc ccttcctgtt ccctcttctc tttgagataa 
54 0 

ggctacatag tcttcatacg gaagactagg actggcacgg atgttatcga cgatgtcacg 
600 

tccacagaaa gtaaatgtag ttcccctata atagtgacag ttttaaggtg cccgtttgcg 
660 

ttttgaatcg gaaagaggcg taccttgtaa ggaccccaaa cactttgata ctcgccggcg 
720 

cttaattaag cggaat 
736 

<210> 3 
<211> 234 
<212> PRT 

<213 > homo sapiens 
<400> 3 

Met Arg Phe Pro Ser lie Phe Thr Ala Val Leu Phe Ala Ala Ser Ser 

15 10 15 

Ala Leu Ala Ala Pro Val Asn Thr Thr Thr Glu Asp Glu Thr Ala Gin 
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20 25 30 

lie Pro Ala Glu Ala Val lie Gly Tyr Ser Asp Leu Glu Gly Asp Phe 

3 5 40 45 

Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asn Asn Gly Leu Leu 

50 55 60 

Phe lie Asn Thr Thr lie Ala Ser He Ala Ala Lys Glu Glu Gly Val 
65 70 75 80 

Ser Leu Glu Lys Arg Glu Gin Lys Leu He Ser Glu Glu Asp Leu Asn 

85 90 95 

Lys Glu Leu His Ser Val Leu His Leu Val Pro Val Asn He Thr Ser 

100 105 110 

Lys Asp Ser Asp Val Thr Glu Val Met Trp Gin Pro Val Leu Arg Arg 

115 120 125 

Gly Arg Gly Leu Glu Ala Gin Gly Asp He Val Arg Val Trp Asp Thr 

130 135 140 

Gly He Tyr Leu Leu Tyr Ser Gin Val Leu Phe His Asp Val Thr Phe 
145 150 155 ~ 160 

Thr Met Gly Gin Val Val Ser Arg Glu Gly Gin Gly Arg Arg Glu Thr 

165 170 175 

Leu Phe Arg Cys He Arg Ser Met Pro Ser Asp Pro Asp Arg Ala Tyr 

180 185 190 

Asn Ser Cys Tyr Ser Ala Gly Val Phe His Leu His Gin Gly Asp He 

195 200 205 

He Thr Val Lys He Pro Arg Ala Asn Ala Lys Leu Ser Leu Ser Pro 

210 215 220 

His Gly Thr Phe Leu Gly Phe Val Lys Leu 
225 230 

<210> 4 

<211> 542 

<212> DNA 

<213> homo sapiens 

<400> 4 

ttaatcaaaa catggctatc atctacctca tcctcctgtt caccgctgtg cggggcgatt 
60 

acaaagacga tgacgataaa ggacccggac aggtgcagct gcagaaacag aagaagcagc 
120 

actctgtcct gcacctggtt cccattaacg ccacctccaa ggatgactcc gatgtgacag 
180 

aggtgatgtg gcaaccagct cttaggcgtg ggagaggcct acaggcccaa ggatatggtg 
240 

tccgaatcca ggatgctgga gtttatctgc tgtatagcca ggtcctgttt caagacgtga 
300 

ctttcaccat gggtcaggtg gtgtctcgag aaggccaagg aaggcaggag actctattcc 
360 

gatgtataag aagtatgccc tcccacccgg accgggccta caacagctgc tatagcgcag 
42 0 

gtgtcttcca tttacaccaa ggggatattc tgagtgtcat aattccccgg gcaagggcga 
480 

aacttaacct ctctccacat ggaaccttcc tggggtttgt gaaactgtga tctagagggc 
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540 

cc 

542 

<210> 5 

<211> 542 

<212> DNA 

<213> homo sapiens 

<400> 5 

aattagtttt gtaccgatag tagatggagt aggaggacaa gtggcgacac gccccgctaa 
60 

tgtttctgct actgctattt cctgggcctg tccacgtcga cgtctttgtc ttcttcgtcg 
120 

tgagacagga cgtggaccaa gggtaattgc ggtggaggtt cctactgagg ctacactgtc 
180 

tccactacac cgttggtcga gaatccgcac cctctccgga tgtccgggtt cctataccac 
240 

aggcttaggt cctacgacct caaatagacg acatatcggt ccaggacaaa gttctgcact 
300 

gaaagtggta cccagtccac cacagagctc ttccggttcc ttccgtcctc tgagataagg 
360 

ctacatattc ttcatacggg agggtgggcc tggcccggat gttgtcgacg atatcgcgtc 
420 

cacagaaggt aaatgtggtt cccctataag actcacagta ttaaggggcc cgttcccgct 
480 

ttgaattgga gagaggtgta ccttggaagg accccaaaca ctttgacact agatctcccg 
540 

gg 

542 

<210> 6 
<211> 172 
<212> PRT 

<213> homo sapiens 



<400> 6 



Met 


Ala 


He 


He 


Tyr 


Leu 


He 


Leu 


Leu 


Phe 


Thr 


Ala 


Val 


Arg 


Gly 


Asp 


1 








5 










10 










15 




Tyr 


Lys 


Asp 


Asp 


Asp 


Asp 


Lys 


Gly 


Pro 


Gly 


Gin 


Val 


Gin 


Leu 


Gin 


Lys 








20 










25 










30 






Gin 


Lys 


Lys 


Gin 


His 


Ser 


Val 


Leu 


His 


Leu 


Val 


Pro 


He 


Asn 


Ala 


Thr 






35 










40 










45 








Ser 


Lys 


Asp 


Asp 


Ser 


Asp 


Val 


Thr 


Glu 


Val 


Met 


Trp 


Gin 


Pro 


Ala 


Leu 




50 










55 










60 










Arg 


Arg 


Gly 


Arg 


Gly 


Leu 


Gin 


Ala 


Gin 


Gly 


Tyr 


Gly 


Val 


Arg 


He 


Gin 


65 










70 










75 










80 


Asp 


Ala 


Gly 


Val 


Tyr 


Leu 


Leu 


Tyr 


Ser 


Gin 


Val 


Leu 


Phe 


Gin 


Asp 


Val 










85 










90 










95 




Thr 


Phe 


Thr 


Met 


Gly 


Gin 


Val 


Val 


Ser 


Arg 


Glu 


Gly 


Gin 


Gly 


Arg 


Gin 



100 105 110 
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Glu 


Thr 


Leu 
115 


Phe 


Arg 


Cys 


He 


Arg 
120 


Ser Met 


Pro 


Ser 


His 
125 


Pro 


Asp 


Arg 


Ala 


Tyr 
130 


Asn 


Ser 


Cys 


Tyr 


Ser 
135 


Ala 


Gly Val 


Phe 


His 
140 


Leu 


His 


Gin 


Gly 


Asp 


lie 


Leu 


Ser 


Val 


He 


He 


Pro 


Arg Ala 


Arg 


Ala 


Lys 


Leu 


Asn 


Leu 


145 










150 








155 










160 


Ser 


Pro 


His 


Gly 


Thr 
165 


Phe 


Leu 


Gly 


Phe Val 
170 


Lys 


Leu 











<210> 7 

<211> 555 

<212> DNA 

<213> homo sapiens 

<400> 7 

atgttgcaga tggctgggca gtgctcccaa aatgaatatt ttgacagttt gttgcatgct 
60 

tgcatacctt gtcaacttcg atgttcttct aatactcctc ctctaacatg tcagcgttat 
120 

tgtaatgcaa gtgtgaccaa ttcagtgaaa ggaacgaatg cgattctctg gacctgtttg 
180 

ggactgagct taataatttc tttggcagtt ttcgtgctaa tgtttttgct aaggaagata 
240 

agctctgaac cattaaagga cgagtttaaa aacacaggat caggtctcct gggcatggct 
300 

aacattgacc tggaaaagag caggactggt gatgaaatta ttcttccgag aggcctcgag 
360 

tacacggtgg aagaatgcac ctgtgaagac tgcatcaaga gcaaaccgaa ggtcgactct 
420 

gaccattgct ttccactccc agctatggag gaaggcgcaa ccattcttgt caccacgaaa 
480 

acgaatgact attgcaagag cctgccagct gctttgagtg ctacggagat agagaaatca 
540 

atttctgcta ggtaa 
555 

<210> 8 

<211> 184 

<212> PRT 

<213> homo sapiens 

<400> 8 

Met Leu Gin Met Ala Gly Gin Cys Ser Gin Asn Glu Tyr Phe Asp Ser 

15 10 15 

Leu Leu His Ala Cys lie Pro Cys Gin Leu Arg Cys Ser Ser Asn Thr 

20 25 30 

Pro Pro Leu Thr Cys Gin Arg Tyr Cys Asn Ala Ser Val Thr Asn Ser 

35 40 45 

Val Lys Gly Thr Asn Ala lie Leu Trp Thr Cys Leu Gly Leu Ser Leu 

50 55 60 

lie lie Ser Leu Ala Val Phe Val Leu Met Phe Leu Leu Arg Lys He 
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65 70 75 80 



Ser 


Ser 


Glu 


Pro 


Leu 


Lys 


Asp 


Glu 


Phe 


Lys 


Asn 


Thr 


Gly 


Ser 


Gly 


Leu 










85 






90 










95 




Leu 


Gly 


Met 


Ala 


Asn 


He 


Asp 


Leu 


Glu 


Lys 


Ser 


Arg 


Thr 


Gly 


Asp 


Glu 






100 










105 










110 






He 


He 


Leu 
115 


Pro 


Arg 


Gly 


Leu 


Glu 
120 


Tyr 


Thr 


Val 


Glu 


Glu 
125 


Cys 


Thr 


Cys 


Glu 


Asp 
130 


Cys 


He 


Lys 


Ser 


Lys 
135 


Pro 


Lys 


Val 


Asp 


Ser 
140 


Asp 


His 


Cys 


Phe 


Pro 


Leu 


Pro 


Ala 


Met 


Glu 


Glu 


Gly 


Ala 


Thr 


He 


Leu 


Val 


Thr 


Thr 


Lys 


145 










150 










155 










160 


Thr 


Asn 


Asp 


Tyr 


Cys 
165 


Lys 


Ser 


Leu 


Pro 


Ala 
170 


Ala 


Leu 


Ser 


Ala 


Thr 
175 


Glu 


He 


Glu 


Lys 


Ser 
180 


He 


Ser 


Ala 


Arg 



















<210> 9 
<211> 483 
<212> DNA 

<213> homo sapiens 
<400> 9 

gttgaagcta caagaagatt atgaggagga gattgtacag tcgcaataac attacgttca 
60 

cactggttaa gtcactttcc ttgcttacgc taagagacct ggacaaaccc tgactcgaat 
120 

tattaaagaa accgtcaaaa gcacgattac aaaaacgatt ccttctattc gagacttggt 
180 

aatttcctgc tcaaattttt gtgtcctagt ccagaggacc cgtaccgatt gtaactggac 
240 

cttttctcgt cctgaccact actttaataa gaaggctctc cggagctcat gtgccacctt 
300 

cttacgtgga cacttctgac gtagttctcg tttggcttcc agctgagact ggtaacgaaa 
360 

ggtgagggtc gatacctcct tccgcgttgg taagaacagt ggtgcttttg cttactgata 
420 

acgttctcgg acggtcgacg aaactcacga tgcctctatc tctttagtta aagacgatcc 

480 

att 

483 

<210> 10 

<211> 483 

<212> DNA 

<213> homo sapiens 

<400> 10 

caacttcgat gttcttctaa tactcctcct ctaacatgtc agcgttattg taatgcaagt 
60 

gtgaccaatt cagtgaaagg aacgaatgcg attctctgga cctgtttggg actgagctta 
120 
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ataatttctt tggcagtttt cgtgctaatg tttttgctaa ggaagataag ctctgaacca 
180 

ttaaaggacg agtttaaaaa cacaggatca ggtctcctgg gcatggctaa cattgacctg 
240 

gaaaagagca ggactggtga tgaaattatt cttccgagag gcctcgagta cacggtggaa 
300 

gaatgcacct gtgaagactg catcaagagc aaaccgaagg tcgactctga ccattgcttt 
360 

ccactcccag ctatggagga aggcgcaacc attcttgtca ccacgaaaac gaatgactat 
420 

tgcaagagcc tgccagctgc tttgagtgct acggagatag agaaatcaat ttctgctagg 

480 

taa 

483 

<210> 11 
<211> 906 
<212> DNA 

<213> homo sapiens 
<400> 11 

atggagacag acacactcct gttatgggtg ctgctgctct gggttccagg ttccactggt 
60 

gacgtcacga tgttgcagat ggctgggcag tgctcccaaa atgaatattt tgacagtttg 
120 

ttgcatgctt gcataccttg tcaacttcga tgttct tcta atactcctcc tctaacatgt 
180 

cagcgttatt gtaatgcaag tgtgaccaat tcagtgaaag gagtcgacaa aactcacaca 
240 

tgcccaccgt gcccagcacc tgaactcctg gggggaccgt cagtcttcct cttcccccca 
300 

aaacccaagg acaccctcat gatctcccgg acccctgagg tcacatgcgt ggtggtggac 
360 

gtgagccacg aagaccctga ggtcaagttc aactggtacg tggacggcgt ggaggtgcat 
420 

aatgccaaga caaagccgcg ggaggagcag tacaacagca cgtaccgtgt ggtcagcgtc 
480 

ctcaccgtcc tgcaccagga ctggctgaat ggcaaggagt acaagtgcaa ggtctccaac 
540 

aaagccctcc cagcccccat cgagaaaacc atctccaaag ccaaagggca gccccgagaa 
600 

ccacaggtgt acaccctgcc cccatcccgg gatgagctga ccaagaacca ggtcagcctg 
660 

acctgcctgg tcaaaggctt ctatcccagc gacatcgccg tggagtggga gagcaatggg 
720 

cagccggaga acaactacaa gaccacgcct cccgtgttgg actccgacgg ctccttcttc 
780 

ctctacagca agctcaccgt ggacaagagc aggtggcagc aggggaacgt cttctcatgc 
840 

tccgtgatgc atgaggctct gcacaaccac tacacgcaga agagcctctc cctgtctccc 
900 
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gggaaa 
906 

<210> 12 

<211> 302 

<212> PRT 

<213> homo sapiens 

<400> 12 

Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 

15 10 15 

Gly Ser Thr Gly Asp Val Thr Met Leu Gin Met Ala Gly Gin Cys Ser 

20 25 30 

Gin Asn Glu Tyr Phe Asp Ser Leu Leu His Ala Cys lie Pro Cys Gin 

35 40 45 

Leu Arg Cys Ser Ser Asn Thr Pro Pro Leu Thr Cys Gin Arg Tyr Cys 

50 - 55 60 

Asn Ala Ser Val Thr Asn Ser Val Lys Gly Val Asp Lys Thr His Thr 
65 70 75 80 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 

85 90 95 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro 

100 105 110 

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val 

115 120 125 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr 

130 135 140 

Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val 
145 " 150 155 160 

Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 

165 170 175 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser 

180 185 190 

Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro 

195 200 205 

Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val 

210 215 220 

Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly 
225 230 235 240 

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 

245 250 255 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 

260 265 270 

Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 

275 280 285 

Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
290 295 300 
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